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FIG. 1B(CONT.) 



TIME SCHEME! 

47 mo Homo H/L : A or AAHAC cells 

I 

49 mo. Homo H/L : A or AAHAC fetus 

v 

58 mo. Homo H/L; A or AAHAC calf 
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SEQ IDNO:47 

ggtaccgaaaggcggccctgaacattctgcagtgagggagccgcactgagaaagctgcttcatcgccgggagggagccagc 
cagctacgattgtgagcacgctcacagtgcacacggcatgtgcacggtctcagcttaaccaccttgaaggagtaactcattaaag 
agcgtacgaatgcattgataaaatgcacctgagacaaattaatttcttaaacatcgactttgaaaatgaatataagtgagcagttgat 
aggctctgaatgaaataccttccaacaggtgctgagaaccgccaggagcagggaacggactccccgtggagccccagaagg 
agccagccctgatgatacctcggccctgggccctcctcacgctgggagagagccagctcctgttgttcatgcctggcctgtggtt 
cmgtcgtcatggccctcaaacaagcccacaggtcctggcctgag 

aggcaccctgcctgccgtggagcccctcacccaacgttcccccgcctgatgggttgggccgcaaaggacaccgtttaaccaga 

actgccttccaggagcctactgctgggaggcggccttctctgggaccaggtccactccactcccttggatagtcac^ 

cctggtggccccacaagaggcgtcctgggaagccccagtctccttccagcccctgaaattgcctccctggagagccagatcac 

cctcacccagctccctcccctggcccccagggtrt^ 

cctgacctccctgggttcgagcgtgccgccgcccctgtc^^ 

ccctgtcccctgccccgctgccagctgccccctcmccaggcctttcctccgtgcctctccagtcctgcacctccctg^ 
cctgagacttcctttcaccctccaggcaccgtctto^ 

cacacaccggccctcctcccgagtccctcctgcacacaccacgcgcacccgaggttgacaagccctgccgtggttgggattcc 
gggaatggcggcagagaggggcggggtgtccttggggctggtggcagggtcctcatggatgcacacagcggccccggctc 
aggccaccttgggaaaccagtcctgggatctgcaactcggccatgttcctgcatctggaccagccccaagacaccaccccggc 
gtggcgccactggcctgggaggagacacatgtccctttcccatcagcaatgggttcagcactaggatatgcagcacacaggag 
tgtggcttgggggtaaaaaaaccttcacgaggaagcggtttcacaaaataaagta 
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FIG. 3E 

SEQ ID NO: 48 

tctagacccaccagcctcagttgaggttaaatggarc^ 

cttctgttcacccagtctcagcccaccatggtaacccagcataccccggttaagcccaggctagw 

ctcagctcagttcagcccagttcaatccagatcagcccaatccaggccagctcatcgagctca^ 

agcccagctcacctgctcagccaagctaagcccagttcagcccagctcagcttaacccagctcacccac^^ 

ccagccctgctcaactcagcccagcacagcccaacttggctcagctcagcttagcccagctcag^ 

cagctcaaacagcccaggtcagcccaacctagctcagttcagcccagctcagcccagcccagct^ 

tgcccagctcaacacagcccagctcaacccagctcagctcagttcagcccagctcacccactctgcccagcte 

aacccagcccagcccagctcactcattctgcc^ 

ccnnnnimnnnnnnnimnnnnnn^^ 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn^^ 

nnnrmnnniumnnnnnnnnnimnnnnnimnnnnnnnnrmnnnnnnnn 

nnnnnnnnnnnnnnnnnnnni^^ 
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn^ 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnniinnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnimnnnnnnnnimnnnnnnnnnimnnnnnnnnimnnnnnnnm 

nnnnnnnnnnnnnnnnnnnnnimnnnnnnnimnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnniinnrm 

nnmmnnnnnnrmnnnnnnmm^ 
nnnnnnnnnnnnnnnnnnimimnnn^ 

nnnnnnnnnnnnnnnngctcagctcagcccagctcagcccagcccagcccagctcacacacttggcccacctcagccact 

ccattcagctcagcccagctcaacccagctcagctra^ 
agctcgcccactctgcccagctcaacccagctcagc^ 
gcccagcccagctgagcccagcteaactcagcctaacrc^ 

agctgagcccagctcagtgcagctcaacccagctcagctcagctagcccagcccagctcaacctggctcaaccc 
ccagctcacctgctgtaggtggcctgaac^ 

gaccatggccacggctaaaggccctggtctgtggacactgcccagctgggctcatcc^tcccagccte^ 
gggagcccgctcgccccttcccctggtgcctgacacctccatcccgacaccaggcccagctggcccttctcccagc^^ 
accactaccctccactctgggtgaaaagcttgttggagactttagcttccctagagcatctcacaggctga^ 
ctcagagagaggccctgtctctgctgagcaggcagcgctgc^ 

ggcctcctgggcacgtgccatgggcctgagatcccgccccgagtctaaaagagtcctggtgactaactgctcta 

cctcattaaaaaccacaggaaatgcatcttatctgaacctgctcccaattctgtctto^ 

tctctagcacagagaccatctgaaccccaaagctgc^ 

gcaccccggcatcgcaggcagtoggtaaagacagattcccmcaagtogaaacaaaaacaactcatacaaacatccctgggc 

agtgagtctggctgcaccggctcctggtccctggcatgtcccctgggctctctgacctgggcggattc 

tgttaactcgtgacctgcctactggcct^ 

cccagccttggcgagcctggggactcagagcagagactgtccctccagacggtcccaggccccgctgactgccgccccacc 
gggcatcctctcaatcccccagctagtagtgtagcagagtaactcacgacgaatgcccccgmcacccaagtc^ 

gggtacc 
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FIG, 3G 



SEQ ID NO: 60 

1 atgagattcc ctgctcagct cctggggctc ctcctgctct gggtcccagg 
51 atccagtggg gatgttgtgc tgacccagac tcccctctcc ctgtctatca 
101 tccctggaga gacggtctcc atctcctgca agtctactca gagtctgaaa 
151 tatagtgatg gaaaaaccta tttgtactgg cttcaacata aaccaggcca 
201 atcaccacag cttttgatct atgctgtttc cagccgttac actggggtcc 
25 1 cagacaggtt cactggcagt gggtcagaaa cagatttcac acttacgatc 
301 aacagtgtgc aggctgagga tgttggagtc tattactgtc ttcaaacaac 
351 atatgtccca aatactttcg gccaaggaac caaggtagag atcaaaaggt 
401 ctgatgctga gccatccgtc ttcctcttca aaccatctga tgagcagctg 
451 aagaccggaa ctgtctctgt cgtgtgcttg gtgaatgatt tctaccccaa 
501 agatatcaat gtcaagtgga aagtggatgg ggttactcag agcagcagca 
551 acttccaaaa cagtttcaca gaccaggaca gcaagaaaag cacctacagc 
601 ctcagcagca tcctgacact gcccagctca gagtaccaaa gccatgacgc 
651 ctatacgtgt gaggtcagcc acaagagcct gactaccacc ctcgtcaaga 
701 gcttcagtaa gaacgagtgt tag 



FIG. 5 




1. Bovine genomic DNA (negative 

2. Fetus 5968 genomic DNA at 56 days 

3. Fetus 5983 genomic DNA at 56 days 

4. Fetus 6032 genomic DNA at 58 days 

5. Fetus 6045 genomic DNA at 56 days 

6. Fetus 5846 genomic DNA at 79 days 

7. Fetus 5996 genomic DNA at 77 days 
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1. Mouse spleen (negative control) 

2. Bovine spleen (negative control) 

3. Fetus 5996 brain 

4. Fetus 5996 liver 

5. Fetus 5996 liver 

6. Fetus 5996 spleen 

7. Fetus 5996 spleen 

8. A HAC-chimeric mouse spleen 
(positive control) 

9. Human spleen (positive control). 



Unspliced genomic fragment 
Spliced transcript 
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1. Mouse spleen (negative control) 

2. Bovine spleen (negative control) 

3. Fetus 5996 brain 

4. Fetus 5996 liver 

5. Fetus 5996 liver 

6. Fetus 5996 spleen 

7. Fetus 5996 spleen 

8* AHAC-chimeric mouse spleen 

(positive control) 
9. Human spleen (positive control) 
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FIG. 11A 



SEQIDNO: 49 




FIG. 11B 

SEQ ID NOs: 50 and 51 

V-D- J region I — constant mu region 

Subject: 5' 

tttgactactggggccagggaaccctggtcaccgtctcctcagggagtgcatccgcccca 

— nn n 

Query 

Subject: 

acccttttccccctcgtctcctgtgagaattccccgtcggatacgagcagcgtggccgtt 



Query 

Subject: 5' 

ggctgcctcgcacaggacttccttccc^^^^f^t^f^ 3 ' 
— n g Cmul primer 
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FIG. 13 



123456789 10 11 12 




Fetus Clone IgH IgX 

5580 412 Pos Pos 
5848 214 Neg Neg 



1. Bovine genomic DNA (negative 
control) 

2. Fetus 5580 genomic DNA (IgX) 

3. Fetus 5580 genomic DNA (IgX) 

4. Fetus 5848 genomic DNA (IgX) 

5. Fetus 5848 genomic DNA (IgX) 

6. Positive control (Human genomic 
DNA) 

7. Bovine genomic DNA (negative 
control) 

8. Fetus 5580 genomic DNA (IgH) 

9. Fetus 5580 genomic DNA (IgH) 

10. Fetus 5848 genomic DNA (IgH) 

11. Fetus 5848 genomic DNA (IgH) 

12. Positive control (Human genomic 
DNA) 



FIG. 14 




IgH 



1. Bovine genomic DNA (negative control) 

2. Fetus 5442A genomic DNA (91 day) 

3. Fetus 5442A genomic DNA (91 day) 

4. Fetus 5442B genomic DNA (91 day) 

5. Fetus 5442B genomic DNA (91 day) 

6. Fetus 5968 genomic DNA (56 day; positive 
control) 

7. Human genomic DNA (positive control) 
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FIG. 16 
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1. Low Mass Ladder: 2.0, 1.2, 0.8,0.4, 0.2 
0.1 kb 

2. Normal Bovine spleen cDNA negative 

3. AAHAC 5868A spleen 

4. empty 

5. HiLo 



0.2,0. lkb 

6. Tc Mouse HAC spleen cDNA positive 

7. GAPDH product from 5868A spleen cDNA 

8. GAPDH product from normal bovine 
cDNA 
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FIG. 19 




1. Hi-Lo MW:2.0 f 1.5,1.4,1-0,0.7,0.5 kfe 

2. AAHAC 5868A fetal brain cDNA 

3 . AAHAC 5868A fetal liver cDNA 

4. AAHAC 5868A fetal spleen cDNA 

5 . Low Mass Ladder 

6. Tc Mouse HAC spleen cDNA positive control (530bp) 

7. Low Mass Ladder 

8. GAPDH AAHAC 5868A brain cDNA 

9. Low Mass Ladder 

10. GAPDH AAHAC 5868A liver cDNA 
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FIG. 27 



NT. ET and pregnancies :D elta HAC regenerated fibroblasts 
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8ummary 

Prag Status No of Pregnancies 

>40d 9 

>90d 2 

>120d 4 

>180d 3 

>210d 3 

Total 21 



